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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

|
0,4 0,6 0,8 1,0 1,2

Retention Time [min]

Administrator
24/08/2022 15:20:00

HPLC 002 RI
24/08/2022 15:17:57
10,0 [pL]

1

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

Branco 01-CH4

100 [msec]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
24/08/2022 15:30:49

HPLC 002 RI
24/08/2022 15:20:55
10,0 [pL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

PCIN 01-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1330]

101422[100,000] 100,000]  N/A[1110] N/A]

1,226]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
24/08/2022 15:30:49

HPLC 002 RI
24/08/2022 15:23:53
10,0 [pL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

PCIN 02-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1332]

100517]100,000] 100,000]  N/A[1109] N/A]

1,209]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
24/08/2022 15:30:50

HPLC 002 RI
24/08/2022 15:26:49
10,0 [uL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

PCIN 03-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1330]

101933]100,000] 100,000]  N/A[1115] N/A]

1,206]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

|
0,4 0,6 0,8 1,0 1,2

Retention Time [min]

Administrator
24/08/2022 15:31:51

HPLC 002 RI
24/08/2022 15:29:47
10,0 [pL]

1

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

Branco 02-CH4

100 [msec]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
24/08/2022 15:35:26

HPLC 002 RI
24/08/2022 15:32:46
10,0 [uL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

PCIN 04-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1332]

100425[100,000] 100,000]  N/A[1107] N/A]

1,216]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
24/08/2022 15:39:11

HPLC 002 RI
24/08/2022 15:35:44
10,0 [pL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

PCIN 05-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1333]

101774]100,000] 100,000]  N/A[1103] N/A]

1,216]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
24/08/2022 15:41:45

HPLC 002 RI
24/08/2022 15:38:42
10,0 [uL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

PCIN 06—-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1333]

101305[100,000] 100,000]  N/A[1103] N/A]

1,221]

1/1
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Chromatogram
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

|
0,4 0,6 0,8 1,0 1,2

Retention Time [min]

Administrator
24/08/2022 15:43:43

HPLC 002 RI
24/08/2022 15:41:41
10,0 [pL]

1

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

Branco 03-CH4

100 [msec]

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

|
0,4 0,6 0,8 1,0 1,2

Retention Time [min]

Administrator
25/08/2022 08:49:37

HPLC 002 RI
24/08/2022 17:01:37
0,1 [uL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

LIIN 01-CH4

100 [msec]
Qualificagdo

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Retention Time [min]

Administrator
25/08/2022 08:49:37

HPLC 002 RI
24/08/2022 17:04:32
10,0 [uL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

LIIN 02-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1338] 599427

93841[100,000{100,000]  N/A[1060] N/A]

1,223] |

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Sampling Interval

Peak Method

Retention Time [min]

Administrator
25/08/2022 08:49:37

HPLC 002 RI
24/08/2022 17:07:36
20,0 [uL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

LIIN 03-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1353] 1299603 ]

204337[100,000[100,000]  N/A[1110] N/A]

1,227] |

1/1
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Retention Time [min]

Chromatogram Information

User Name Administrator

Date Modified 25/08/2022 08:49:37
Description

HPLC System Name HPLC 002 RI
Injection Date 24/08/2022 17:10:48
Volume 30,0 [uL]

Sample # 2

Project Name Qualificagdo HPLC 2
Acquisition Time 2,0 [min]

Acquisition Sequence Qualificagdo HPLC 2
Control Method Qualificagdo—RI
Peak ID Table Qualificagdo

Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name LIIN 04-CH4
Sample Name

Channel Name

Sampling Interval 100 [msec]
Peak Method Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]
[1[cafeina [ 4] 1370] 2015814]  319211[100,000]100,000]  N/A[1155] N/A] 1,225] |

1/1
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Chromatogram Information
User Name

Date Modified
Description

HPLC System Name
Injection Date
Volume

Sample #

Project Name
Acquisition Time
Acquisition Sequence
Control Method

Peak ID Table
Calibration Method
Additional Information

Channel & Peak Information Table

Chromatogram Name
Sample Name
Channel Name
Sampling Interval
Peak Method

T
0,4 0,6 0,8 1,0 1,2
Retention Time [min]

Administrator
25/08/2022 08:49:37

HPLC 002 RI
24/08/2022 17:14:13
40,0 [pL]

2

Qualificagdo HPLC 2
2,0 [min]
Qualificagdo HPLC 2
Qualificagdo—RI
Qualificagdo

LIIN 05-CH4

100 [msec]
Qualificagdo

[#]Peak Name[ CHJtR [min][Area [V-sec][Height [uV]] Area% [Height%]Quantity| NTP [Resolution]Symmetry Factor[Warning]

[1[cafeina [ 4] 1380] 2728711]

436294]100,000[100,000]  N/A[1196] N/A]

1,240]

1/1
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Retention Time [min]
Chromatogram Information
User Name Administrator
Date Modified 25/08/2022 09:51:15
Description
HPLC System Name HPLC 002 RI
Injection Date 25/08/2022 09:25:40
Volume 0,0 [pL]
Sample # -
Project Name Qualificagdo HPLC 2
Acquisition Time 20,0 [min]
Acquisition Sequence
Control Method Gradiente AB
Peak ID Table Gradiente
Calibration Method
Additional Information
Channel & Peak Information Table
Chromatogram Name Gradiente AB_001-CH4
Sample Name
Channel Name
Sampling Interval 100 [msec]
Peak Method (Manual)
#|Peak Name|CH|[tR [min]|Area [uV-sec] |Height [uV]| Area% |Height% [ Quantity [NTP | Resolution | Symmetry Factor |Warning
1]20% 4 3,560 9448273 61027] 5587| 6,524 N/A[N/A N/A N/A
2]40% 4 6,558 20815046 125077(12,308] 13,371 N/A[N/A N/A N/A
3160% 4 9,538 31767169 187259(18,784| 20,019 N/A[N/A N/A N/A
4180% 4 12,550 44156630 250420]26,109| 26,771 N/A[N/A N/A N/A
5[100% 4 15,537 62934847 311644]37,213] 33,316 N/A[N/A N/A N/A

1/

1



Chromatogram
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Retention Time [min]
Chromatogram Information
User Name Administrator
Date Modified 25/08/2022 10:54:46
Description
HPLC System Name HPLC 002 RI
Injection Date 25/08/2022 10:31:36
Volume 0,0 [pL]
Sample # -
Project Name Qualificagdo HPLC 2
Acquisition Time 20,0 [min]
Acquisition Sequence
Control Method Gradiente CD
Peak ID Table Gradiente

Calibration Method
Additional Information

Channel & Peak Information Table
Chromatogram Name

Sample Name

Channel Name

Gradiente CD_004-CH4

Sampling Interval 100 [msec]

Peak Method (Manual)

#|Peak Name|CH|[tR [min]|Area [uV-sec] |Height [uV]| Area% |Height% [ Quantity [NTP | Resolution | Symmetry Factor |Warning
1]20% 4 3,540 9490260 60550| 5,684| 6,532 N/A[N/A N/A N/A

2]40% 4 6,522 20061612 123155/12,015] 13,287 N/A[N/A N/A N/A

3160% 4 9,448 30904954 183257|18,508| 19,771 N/A[N/A N/A N/A

4180% 4 12,502 42744044 248714]25,599| 26,833 N/A[N/A N/A N/A

5[100% 4 15,540 63776245 311224]38,195] 33,577 N/A[N/A N/A N/A

1/

1



Chromatogram

100000

LDIR 01 - CH1
LDIR 02 - CH1
LDIR 03 - CH1
LDIR 04 - CH1

50000

Intensity

L e B e e e e o 1L N s s S s B B S B B B B B

0,00 0,10 0,20 0,30 0,40 0,50 0,60 0,70 0,80

Retention Time [min]

Channel & Peak Information Table

Chromatogram Name LDIR 01-CH1

Sample Name

Channel Name RI

Chromatogram Name LDIR 02-CH1

Sample Name

Channel Name RI

[#]Peak Name]CH[tR [min][Area [1V-secl[Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] o262] 435248 44548]100,000[100,000]  N/A[ 23] N/A] 3,352] |
Chromatogram Name LDIR 03-CH1

Sample Name

Channel Name RI

[#]Peak Name[CH[tR [min][Area [uV-sec][Height [uVI] Areak [Height%|Quantity[NTP[Resolution][Symmetry Factor[Warning]
[i]ri [ 11 o268] 677030] 68250]100,000{100.000]  N/A[ 23] N/A] 3111] |
Chromatogram Name LDIR 04-CH1

Sample Name

Channel Name RI

[#]Peak Name [ CHJtR [min][Area [uV-sec][Height [uV]] Area% [Height%]Quantity [NTP|Resolution|Symmetry Factor[Warning]
(i[RI [ 1] 0272] 892183 89022[100,000]100,000]  N/A[ 23] N/A] 2,993] |
Chromatogram Name LDIR 05-CH1

Sample Name

Channel Name RI

[#]Peak Name|CH[tR [min][Area [1V-sec][Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] 0275] 1120205] 109402 100,000{100,000]  N/A[ 22| N/A] 2,940]

1/1

LI I |

0,90 1,00



Chromatogram

100000

LDIR 01 - CH1
LDIR 02 - CH1
LDIR 03 - CH1
LDIR 04 - CH1

50000

Intensity
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0,00 0,10 0,20 0,30 0,40 0,50 0,60 0,70 0,80

Retention Time [min]

Channel & Peak Information Table

Chromatogram Name LDIR 01-CH1

Sample Name

Channel Name RI

Chromatogram Name LDIR 02-CH1

Sample Name

Channel Name RI

[#]Peak Name]CH[tR [min][Area [1V-secl[Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] o262] 435248 44548]100,000[100,000]  N/A[ 23] N/A] 3,352] |
Chromatogram Name LDIR 03-CH1

Sample Name

Channel Name RI

[#]Peak Name[CH[tR [min][Area [uV-sec][Height [uVI] Areak [Height%|Quantity[NTP[Resolution][Symmetry Factor[Warning]
[i]ri [ 11 o268] 677030] 68250]100,000{100.000]  N/A[ 23] N/A] 3111] |
Chromatogram Name LDIR 04-CH1

Sample Name

Channel Name RI

[#]Peak Name [ CHJtR [min][Area [uV-sec][Height [uV]] Area% [Height%]Quantity [NTP|Resolution|Symmetry Factor[Warning]
(i[RI [ 1] 0272] 892183 89022[100,000]100,000]  N/A[ 23] N/A] 2,993] |
Chromatogram Name LDIR 05-CH1

Sample Name

Channel Name RI

[#]Peak Name|CH[tR [min][Area [1V-sec][Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] 0275] 1120205] 109402 100,000{100,000]  N/A[ 22| N/A] 2,940]

1/1
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Chromatogram

100000

LDIR 01 - CH1
LDIR 02 - CH1
LDIR 03 - CH1
LDIR 04 - CH1

50000

Intensity
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0,00 0,10 0,20 0,30 0,40 0,50 0,60 0,70 0,80

Retention Time [min]

Channel & Peak Information Table

Chromatogram Name LDIR 01-CH1

Sample Name

Channel Name RI

Chromatogram Name LDIR 02-CH1

Sample Name

Channel Name RI

[#]Peak Name]CH[tR [min][Area [1V-secl[Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] o262] 435248 44548]100,000[100,000]  N/A[ 23] N/A] 3,352] |
Chromatogram Name LDIR 03-CH1

Sample Name

Channel Name RI

[#]Peak Name[CH[tR [min][Area [uV-sec][Height [uVI] Areak [Height%|Quantity[NTP[Resolution][Symmetry Factor[Warning]
[i]ri [ 11 o268] 677030] 68250]100,000{100.000]  N/A[ 23] N/A] 3111] |
Chromatogram Name LDIR 04-CH1

Sample Name

Channel Name RI

[#]Peak Name [ CHJtR [min][Area [uV-sec][Height [uV]] Area% [Height%]Quantity [NTP|Resolution|Symmetry Factor[Warning]
(i[RI [ 1] 0272] 892183 89022[100,000]100,000]  N/A[ 23] N/A] 2,993] |
Chromatogram Name LDIR 05-CH1

Sample Name

Channel Name RI

[#]Peak Name|CH[tR [min][Area [1V-sec][Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] 0275] 1120205] 109402 100,000{100,000]  N/A[ 22| N/A] 2,940]

1/1
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0,90 1,00



Chromatogram

100000

LDIR 01 - CH1
LDIR 02 - CH1
LDIR 03 - CH1
LDIR 04 - CH1

50000

Intensity

L e B e e e e o 1L N s s S s B B S B B B B B

0,00 0,10 0,20 0,30 0,40 0,50 0,60 0,70 0,80

Retention Time [min]

Channel & Peak Information Table

Chromatogram Name LDIR 01-CH1

Sample Name

Channel Name RI

Chromatogram Name LDIR 02-CH1

Sample Name

Channel Name RI

[#]Peak Name]CH[tR [min][Area [1V-secl[Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] o262] 435248 44548]100,000[100,000]  N/A[ 23] N/A] 3,352] |
Chromatogram Name LDIR 03-CH1

Sample Name

Channel Name RI

[#]Peak Name[CH[tR [min][Area [uV-sec][Height [uVI] Areak [Height%|Quantity[NTP[Resolution][Symmetry Factor[Warning]
[i]ri [ 11 o268] 677030] 68250]100,000{100.000]  N/A[ 23] N/A] 3111] |
Chromatogram Name LDIR 04-CH1

Sample Name

Channel Name RI

[#]Peak Name [ CHJtR [min][Area [uV-sec][Height [uV]] Area% [Height%]Quantity [NTP|Resolution|Symmetry Factor[Warning]
(i[RI [ 1] 0272] 892183 89022[100,000]100,000]  N/A[ 23] N/A] 2,993] |
Chromatogram Name LDIR 05-CH1

Sample Name

Channel Name RI

[#]Peak Name|CH[tR [min][Area [1V-sec][Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] 0275] 1120205] 109402 100,000{100,000]  N/A[ 22| N/A] 2,940]

1/1

LI I |
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Channel & Peak Information Table

Chromatogram Name LDIR 01-CH1

Sample Name

Channel Name RI

Chromatogram Name LDIR 02-CH1

Sample Name

Channel Name RI

[#]Peak Name]CH[tR [min][Area [1V-secl[Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] o262] 435248 44548]100,000[100,000]  N/A[ 23] N/A] 3,352] |
Chromatogram Name LDIR 03-CH1

Sample Name

Channel Name RI

[#]Peak Name[CH[tR [min][Area [uV-sec][Height [uVI] Areak [Height%|Quantity[NTP[Resolution][Symmetry Factor[Warning]
[i]ri [ 11 o268] 677030] 68250]100,000{100.000]  N/A[ 23] N/A] 3111] |
Chromatogram Name LDIR 04-CH1

Sample Name

Channel Name RI

[#]Peak Name [ CHJtR [min][Area [uV-sec][Height [uV]] Area% [Height%]Quantity [NTP|Resolution|Symmetry Factor[Warning]
(i[RI [ 1] 0272] 892183 89022[100,000]100,000]  N/A[ 23] N/A] 2,993] |
Chromatogram Name LDIR 05-CH1

Sample Name

Channel Name RI

[#]Peak Name|CH[tR [min][Area [1V-sec][Height [uVI] Area% [Height%]Quantity [NTP]Resolution|Symmetry Factor[Warning]
[1]rr [ 1] 0275] 1120205] 109402 100,000{100,000]  N/A[ 22| N/A] 2,940]
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